Genetic variability and segregation analysis in Glossina moristans moristans (Diptera: Glossinidae) using DNA fingerprinting.
DNA hybridization, using the M13 sequence as a probe, was used to analyze the genetic variability in four inbred lines of the tsetse fly Glossina morsitans morsitans Westwood. An average of 11.2 bands (ranging from 2 to 10 kb) were found per fly. An average of nine loci were detected in each line; 40% of the loci were polymorphic and the mean heterozygosity per locus varied from 0.098 to 0.29. Averaging the data across the four inbred lines, the band sharing estimates were 82.5% in males and 81.2% in females, and the mean band frequency estimates were 0.71 and 0.70 for males and females, respectively. Segregation of fragments, determined in "three generation" pedigrees, conformed to expected Mendelian ratios and two of seven fragments studied were linked to an X chromosome marker gene, ocra (body color).